AMENDMENTS TO THE CLAIMS: 

This listing of claims will replace all prior versions and listings of claims in the 
application: 

Claims 1-116. (Canceled) 

117. (Currently Amended) A method of detecting HIV-2 retrovirus nucleic acid in 
a biological sample, said method comprising: 

a) contacting said sample with an HIV-2 specific probe under stringent 
hybridization conditions of 42°C in tho prosonco of an aquoous so l ut i on compr i s i ng 30% 
formam i d e in 5X SSC buffer, 0.1% SDS , wherein said probe comprises an HIV-2 
nucleic acid molecule, which hybridizes to HIV-2rod genomic DNA deposited as CNCM 
I-352 under nonstring e nt stringent hybridization conditions of <\2°C i n tho prosenc e of an 
aquoous solution comprising 30% formamido i n 5X SSC buffer and 0.1% SDS ; 

wherein the probe comprises an HIV-2 nucleic acid molecule obtained 
from nucleotides 1-380 of the U3/R region of HIV-2, nucleotides 1-1566 of the gag gene 
of HIV-2, nucleotides 1 1 14-1524 of the gag gene, nucleotides 1-405 of the gag gene, 
nucleotides 406-1 1 55 of the gag gene, or nucleotides 1 -2673 of the env gene of HIV-2 
or a fragment of said nucleic acid molecules thoroof ; 

b) washing the resulting hybrid; and 

c) detecting said hybrid. 

118. (Currently Amended) A method of producing an HIV-2 specific 
hybridization probe for HIV-2 retrovirus nucleic acid, said method comprising: 

a) providing a nucleic acid insert, which hybridizes to HIV-2rod genomic DNA 
deposited as CNCM I-352 under stringent hybridization conditions of 42°C i n the 
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pros e nc e of an aqu e ous so l ut i on compr i s i ng 30% formam i d e in 5X SSC buff e r, 0.1 % 
SOS, 

wherein the insert comprises an HIV-2 nucleic acid molecule obtained 
from nucleotides 1-380 of the U3/R region of HIV-2, nucleotides 1-1566 of the gag gene 
of HIV-2, nucleotides 1114-1524 of the gag gene, nucleotides 1-405 of the gag gene, 
nucleotides 406-1 155 of the gag gene, or nucleotides 1-2673 of the envgene of HIV-2 
or a fragment of said nucleic acid molecules th e r e of ; 

b) introducing the insert into a vector; 

c) introducing said vector into a competent cellular host; 

d) culturing the cellular host; and 

e) recovering the DNA recombinants. 

1 1 9. (Currently Amended) The method of claim 1 1 7, wherein the hybridization 
occurs under conditions of 5X SSC, 5X Denhart, 50% formamide, at 42°C, and washing 
of the resulting hybrid occurs under conditions of 50°C i n an aquoous so l ut i on 
comprising 2X 0.1X SSC buffor and A 0.1 % SDS , at 65°C . 

1 20. (New) The method of claim 1 1 8, wherein the ins e rt hybridizos to HIV 2r oq- 
gonomic DNA dopos i tod as CNCM I 352 undor hybr i dization cond i t i ons of A2°C i n tho 
pr e s e nc e of an aqu e ous so l ut i on compr i s i ng 30% formam i d e in 5X SSC buff e r, 0.1% 
SDS and aft e r wa s hing th e r e su l t i ng hybrid und e r condit i ons of 50°C i n an aqu e ou s 
solution compr i sing 2X SSC buff e r and 0.1% SDS hybridization occurs under conditions 
of 5X SSC, 5X Denhart, 50% formamide, at 42°C, and washing of the resulting hybrid 
occurs under conditions of 0.1 X SSC, 0.1% SDS, at 65°C . 
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121. (Previously Presented) The method of any one of claims 1 1 7 and 1 1 8, 
wherein said probe is obtained from the following sequence: 



GTGGAAGGCG 
GAACAGCTAT 
ACTGCAGGGA 
GAGCTGGTGG 
CATTGTACTT 
GATCTCTCCA 
CCAGCACTTG 
ACCTTCCTTA 



AGACTGAAAG 
ACTTGGTCAG 
CTTTCCAGAA 
GGAACGCCTC 
CAGTCGCTCT 
GCACTAGACG 
GCCGGTGCTG 
ATAAAGC TGC 



CAAGAGGAAT 
GGCAGGAAGT 
GGGGCTGTAA 
ATATTCTCTG 
GCGGAGAGGC 
GATGAGCCTG 
GCAGACGGCC 
AGTAGAAGCA. 



AC C ATTTAGT 
AACTAACAGA 
CCAAGGGAGG 
TATAATATAC 
TGGCAGATTG 
GGTGCCCTGC 
CCACGCTTGC 



TAAAGGACAG 
AACAGCTGAG 
GACATGGGAG 
CCGCTGCTTG 
AGCCCTGGAG 
TAGACTCTCA 
CTGCTTAAAA 



1 22. (Previously Presented) The method of any one of claims 1 1 7 and 1 1 8, 
wherein said probe encodes the following amino acid sequence: 



Met 


Gly 


Ala 


Arg 


Asn 


Ser 


Val 


Leu 


Arg 


Gly 


Lys 


Lys 


Ala 


Asp 


Glu 


Leu 


Glu 


Arg 


He 


Arg 


Leu 


Arg 


Pro 


Gly 


Gly 


Lys 


Lys 


Lys 


Tyr 


Arg 


Leu 


Lys 


His 


He 


Val 


Trp 


Ala 


Ala 


Asn 


Lys 


Leu 


Asp 


Arg 


Phe 


Gly 


Leu 


Ala 


Glu 


Ser 


Leu 


Leu 


Glu 


Ser 


Lys 


Glu 


Gly 


Cys 


Gin 


Lys 


He 


Leu 


Thr 


Val 


Leu 


Asp 


Pro 


Met 


Val 


Pro 


Thr 


Gly 


Ser 


Glu 


Asn 


Leu 


Lys 


Ser 


Leu 


Phe 


Asn 


Thr 


Val 


Cys 


Val 


He 


Trp 


Cys 


He 


His 


Ala 


Glu 


Glu 


Lys 


Val 


Lys 


Asp 


Thr 


Glu 


Gly 


Ala 


Lys 


Gin 


He 


Val 


Arg 


Arg 


His 


Leu 


Val 


Ala 


Glu 


Thr 


Gly 


Thr 


Ala 


Glu 


Lys 


Met 


Pro 


Ser 


Thr 


Ser 


Arg 


Pro 


Thr 


Ala 


Pro 


Ser 


Ser 


Glu 


Lys 


Gly 


Gly 


Asn 


Tyr 


Pro 


Val 


Gin 


His 


Val 


Gly 


Gly 


Asn 


Tyr 


Thr 


His 


He 


Pro 


Leu 


Ser 


Pro 


Arg 


Thr 


Leu 


Asn 


Ala 


Trp 


Val 


Lys 


Leu 


Val 


Glu 


Glu 


Lys 


Lys 


Phe 


Gly 


Ala 


Glu 


Val 


Val 


Pro 


Gly 


Phe 


Gin 


Ala 


Leu 


Ser 


Glu 


Gly 


Cys 


Thr 


Pro 


Tyr 


Asp 


He 


Asn 


Gin 


Met 


Leu 


Asn 


Cys 


Val 


Gly 


Asp 


His 


Gin 


Ala 


Ala 


Met 


Gin 


He 


He 


Arg 


Glu 


He 


lie 


Asn 


Glu 


Glu 


Ala 


Ala 


Glu 


Trp 


Asp 


Val 


Gin 


His 


Pro 


He 


Pro 


Gly 


Pro 


Leu 


Pro 


Ala 


Gly 


Gin 


Leu 


Arg 


Glu 


Pro 


Arg 


Gly 


Ser 


Asp 


He 


Ala 


Gly 


Thr 


Thr 


Ser 


Thr 


Val 


Glu 


Glu 


Gin 


He 


Gin 


Trp 


Met 


Phe 


Arg 


Pro 


Gin 


Asn 


Pro 


Val 


Pro 


Val 


Gly 


Asn 


He 


Tyr 


Arg 


Arg 


Trp 


He 


Gin 


He 


Gly 


Leu 


Gin 


Lys 


Cys 


Val 


Arg 


Met 


Tyr 


Asn 


Pro 


Thr 


Asn 


He 


Leu 


Asp 


He 


Lys 


Gin 


Gly 


Pro 


Lys 


Glu 


Pro 


Phe 


Gin 


Ser 


Tyr 


Val 


Asp 


Arg 


Phe 


Tyr 


Lys 


Ser 


Leu 


Arg 


Ala 


Glu 


Gin 


Thr 


Asp 


Pro 


Ala 


Val 


Lys 


Asn 


Trp 


Met 


Thr 


Gin 


Thr 


Leu 


Leu 


Val 


Gin 


Asn 


Ala 


Asn 


Pro 


Asp 


Cys 


Lys 


Leu 


Val 


Leu 


Lys 


Gly 


Leu 


Gly 


Met 


Asn 


Pro 


Thr 


Leu 


Glu 


Glu 


Met 


Leu 


Thr 


Ala 


Cys 


Gin 


Gly 


Val 


Gly 


Gly 


Pro 


Gly 


Gin 


Lys 


Ala 


Arg 


Leu 


Met 


Ala 


Glu 


Ala 


Leu 


Lys 


Glu 


Val 


He 


Gly 


Pro 


Ala 


Pro 


He 


Pro 


Phe 


Ala 


Ala 


Ala 


Gin 


Gin 


Arg 


Lys 


Ala 


Phe 


Lys 


Cys 


Trp 


Asn 


Cys 


Gly 


Lys 


Glu 


Gly 


His 


Ser 


Ala 


Arg 


Gin 


Cys 


Arg 


Ala 


Pro 


Arg 


Arg 


Gin 


Gly 


Cys 


Trp 


Lys 


Cys 


Gly 


Lys 


Pro 


Gly 


His 


He 


Met 


Thr 


Asn 


Cys 


Pro 


Asp 


Arg 


Gin 


Ala 


Gly 


Phe 


Leu 


Gly 


Leu 


Gly 


Pro 


Trp 


Gly 


Lys 


Lys 


Pro 


Arg 


Asn 


Phe 


Pro 


Val 


Ala 


Gin 


Val 


Pro 


Gin 


Gly 


Leu 


Thr 


Pro 


Thr 


Ala 


Pro 


Pro 


Val 


Asp 


Pro 


Ala 
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Val Asp Leu Leu Glu Lys Tyr Met Gin Gin Gly Lys Arg Gin Arg Glu 

Gin Arg Glu Arg Pro Tyr Lys Glu Val Thr Glu Asp Leu Leu His Leu 

Glu Gin Gly Glu Thr Pro Tyr Arg Glu Pro Pro Thr Glu Asp Leu Leu 
His Leu Asn Ser Leu Phe Gly Lys Asp Gin. 

123. (Previously Presented) The method of any one of claims 117 and 118, 
wherein said probe encodes the following amino acid sequence: 

Arg Lys Ala Phe Lys Cys Trp Asn Cys Gly Lys Glu Gly His Ser Ala 
Arg Gin Cys Arg Ala Pro Arg Arg Gin Gly Cys Trp Lys Cys Gly Lys 
Pro Gly His lie Met Thr Asn Cys Pro Asp Arg Gin Ala Gly Phe Leu 
Gly Leu Gly Pro Trp Gly Lys Lys Pro Arg Asn Phe Pro Val Ala Gin 
Val Pro Gin Gly Leu Thr Pro Thr Ala Pro Pro Val Asp Pro Ala Val 
Asp Leu Leu Glu Lys Tyr Met Gin Gin Gly Lys Arg Gin Arg Glu Gin 
Arg Glu Arg Pro Tyr Lys Glu Val Thr Glu Asp Leu Leu His Leu Glu 
Gin Gly Glu Thr Pro Tyr Arg Glu Pro Pro Thr Glu Asp Leu Leu His 
Leu Asn Ser Leu Phe Gly Lys Asp Gin. 

124. (Previously Presented) The method of any one of claims 117 and 118, 
wherein said probe encodes the following amino acid sequence: 

Met Gly Ala Arg Asn Ser Val Leu Arg Gly Lys Lys Ala Asp Glu Leu 
Glu Arg lie Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys 
His lie Val Trp Ala Ala Asn Lys Leu Asp Arg Phe Gly Leu Ala Glu 
Ser Leu Leu Glu Ser Lys Glu Gly Cys Gin Lys lie Leu Thr Val Leu 
Asp Pro Met Val Pro Thr Gly Ser Glu Asn Leu Lys Ser Leu Phe Asn 
Thr Val Cys Val lie Trp Cys lie His Ala Glu Glu Lys Val Lys Asp 
Thr Glu Gly Ala Lys Gin lie Val Arg Arg His Leu Val Ala Glu Thr 
Gly Thr Ala Glu Lys Met Pro Ser Thr Ser Arg Pro Thr Ala Pro Ser 
Ser Glu Lys Gly Gly Asn Tyr. 

125. (Previously Presented) The method of any one of claims 117 and 118, 
wherein said probe encodes the following amino acid sequence: 



Pro 


Val 


Gin 


His 


Val 


Gly Gly 


Asn 


Tyr 


Thr 


His 


He 


Pro 


Leu 


Ser 


Pro 


Arg 


Thr 


Leu 


Asn 


Ala 


Trp 


Val 


Lys 


Leu 


Val 


Glu 


Glu 


Lys 


Lys 


Phe 


Gly 


Ala 


Glu 


Val 


Val 


Pro 


Gly 


Phe 


Gin 


Ala 


Leu 


Ser 


Glu 


Gly 


Cys 


Thr 


Pro 


Tyr 


Asp 


He 


Asn 


Gin 


Met 


Leu 


Asn 


Cys 


Val 


Gly 


Asp 


His 


Gin 


Ala 


Ala 


Met 


Gin 


He 


He 


Arg 


Glu 


He 


He 


Asn 


Glu 


Glu 


Ala 


Ala 


Glu 


Trp 


Asp 


Val 


Gin 


His 


Pro 


He 


Pro 


Gly 


Pro 


Leu 


Pro 


Ala 


Gly 


Gin 


Leu 


Arg 


Glu 


Pro 


Arg 


Gly 


Ser 


Asp 


He 


Ala 


Gly 


Thr 


Thr 


Ser 


Thr 


Val 


Glu 


Glu 


Gin 


He 


Gin 


Trp 


Met 


Phe 


Arg 


Pro 


Gin 


Asn 


Pro 


Val 


Pro 


Val 


Gly Asn 


He 


Tyr 


Arg 


Arg 


Trp 


He 


Gin 


He 


Gly 


Leu 


Gin 


Lys 


Cys 


Val 


Arg 


Met 


Tyr 


Asn 


Pro 


Thr 


Asn 


He 


Leu 


Asp 


He 


Lys 


Gin 


Gly 


Pro 


Lys 


Glu 


Pro 


Phe 
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Gin Ser Tyr Val Asp Arg Phe Tyr Lys Ser Leu Arg Ala Glu Gin Thr 
Asp Pro Ala Val Lys Asn Trp Met Thr Gin Thr Leu Leu Val Gin Asn 
Ala Asn Pro Asp Cys Lys Leu Val Leu Lys Gly Leu Gly Met Asn Pro 
Thr Leu Glu Glu Met Leu Thr Ala Cys Gin Gly Val Gly Gly Pro Gly 
Gin Lys Ala Arg Leu Met Ala Glu Ala Leu Lys Glu Val lie Gly Pro 
Ala Pro lie Pro Phe Ala Ala Ala Gin Gin. 



1 26. (Previously Presented) The method of any one of claims 1 1 7 and 1 1 8, 
wherein said probe encodes the following amino acid sequence: 



Met 


Met 


Asn 


Gin 


Leu 


Leu 


He 


Ala 


He 


Leu 


Leu 


Ala 


Ser 


Ala 


Cys 


Leu 


Val 


Tyr 

J; 


Cys 


Thr 


Gin 


Tyr 

JL 


Val 


Thr 


Val 


Phe 


Tyr 


Gly 


Val 


Pro 


Thr 


Trp 


Lys 


Asn 


Ala 


Thr 


He 


Pro 


Leu 


Phe 


Cys 


Ala 


Thr 


Arg 


Asn 


Arg 


Asp 


Thr 


Trp 


Gly 


Thr 


He 


Gin 


Cys 


Leu 


Pro 


Asp 


Asn 


Asp 


Asp 


Tyr 


Gin 


Glu 


He 


Thr 


Leu 


Asn 


Val 


Thr 


Glu 


Ala 


Phe 


Asp 


Ala 


Trp 


Asn 


Asn 


Thr 


Val 


Thr 


Glu 


Gin 


Ala 


He 


Glu 


Asp 


Val 


Trp 


His 


Leu 


Phe 


Glu 


Thr 


Ser 


lie 


Lys 


Pro 


Cys 


Val 


Lys 

Jl 


Leu 


Thr 


Pro 


Leu 


Cys 
jt 


Val 


Ala 


Met 


Lys 


Cys 


Ser 


Ser 


Thr 


Glu 


Ser 


Ser 


Thr 


Gly 


Asn 


Asn 


Thr 


Thr 


Ser 


Lys 

Jl 


Ser 


Thr 


Ser 


Thr 


Thr 


Thr 


Thr 


Thr 


Pro 


Thr 


Asp 


Gin 


Glu 


Gin 


Glu 


He 


Ser 


Glu 


Asp 


Thr 


Pro 


Cys 


Ala 


Arg 


Ala 


Asp 


Asn 


Cys 

w JL 


Ser 


Gly 


Leu 


Gly 


Glu 


Glu 


Glu 


Thr 


lie 


Asn 


Cys 


Gin 


Phe 


Asn 


Met 


Thr 


Gly 


leu 


Glu 


Arg 


Asp 


Lys 


Lys 


Lys 


Gin 


Tvr 

Jl 


Asn 


Glu 


Thr 


Trp 


Tvr 


Ser 


Lys 


Asp 


Val 


Val 


Cys 


Glu 


Thr 


Asn 


Asn 


Ser 


Thr 


Asn 


Gin 


Thr 


Gin 


Cys 


Tvr 


Met 


Asn 


His 


Cys 


Asn 


Thr 


Ser 


Val 


lie 


Thr 


Glu 


Ser 


Cys 


Asp 


Lys 


His 


Tvr 


Trp 


Asp 


Ala 


He 


Arg 


Phe 


Arg 


Tvr 


Cys 


Ala 


Pro 


Pro 


Gly 


Tyr 


Ala 


Leu 


Leu 


Arg 


Cys 

w Jl 


Asn 


Asp 


Thr 


Asn 


Tyr 

J; 


Ser 


Gly 


Phe 


Ala 


Pro 


Asn 


Cys 


Ser 


Lys 

Jl 


Val 


Val 


Ala 


Ser 


Thr 


Cys 


Thr 


Arn 


Met 


Met 


Glu 


Thr 


Gin 


Thr 


Ser 


Thr 


Trio 


Phe 


Glv 


Phe 


Asn 


Glv 


Thr 


Arg 


Ala 


Glu 


Asn 


Arcr 


Thr 


Tvr 


He 


Tvr 

JL 


Trp 


His 


Gly 

Jl 


Arg 


Asp 


Asn 


Arg 


Thr 


He 


He 


Ser 


Leu 


Asn 


Lys 


Tvr 

Jl 


Tvr 


Asn 


Leu 


Ser 


Leu 


His 


Cys 


Lys 


Aro 


Pro 


Glv 


Asn 


Lys 


Thr 


Val 


Lys 


Gin 


He 


Met 


Leu 


Met 


Ser 


Gly 


His 


Val 


Phe 


His 


Ser 


His 


Tyr 


Gin 


Pro 


He 


Asn 


Lys 


Arg 


Pro 


Arg 


Gin 


Ala 


Trp 


Cys 


Trp 


Phe 


Lys 


Gly 


Lys 


Trp 


Lys 


Asp 


Ala 


Met 


Gin 


Glu 


Val 


Lys 


Thr 


Leu 


Ala 


Lys 


His 


Pro 


Arg 


Tyr 


Arg 


Gly 


Thr 


Asn 


Asp 


Thr 


Arg 


Asn 


He 


Ser 


Phe 


Ala 


Ala 


Pro 


Gly 


Lys 


Gly 


Ser 


Asp 


Pro 


Glu 


Val 


Ala 


Tyr 


Met 


Trp 


Thr 


Asn 


Cys 


Arg 


Gly 


Glu 


Phe 


Leu 


Tyr 


Cys 


Asn 


Met 


Thr 


Trp 


Phe 


Leu 


Asn 


Trp 


He 


Glu 


Asn 


Lys 


Thr 


His 


Arg 


Asn 


Tyr 


Ala 


Pro 


Cys 


His 


lie 


Lys 


Gin 


He 


He 


Asn 


Thr 


Trp 


His 


Lys 


Val 


Gly Arg 


Asn 


Val 


Tyr 


Leu 


Pro 


Pro 


Arg 


Glu 


Gly 


Glu 


Leu 


Ser 


Cys 


Asn 


Ser 


Thr 


Val 


Thr 


Ser 


lie 


He 


Ala 


Asn 


He 


Asp 


Trp 


Gin 


Asn 


Asn 


Asn 


Gin 


Thr 


Asn 


He 


Thr 


Phe 


Ser 


Ala 


Glu 


Val 


Ala 


Glu 


Leu 


Tyr 


Arg 


Leu 


Glu 


Leu 


Gly 


Asp 


Tyr 


Lys 


Leu 


Val 


Glu 


He 


Thr 


Pro 


He 


Gly 


Phe 


Ala 


Pro 


Thr 


Lys 


Glu 


Lys 


Arg 


Tyr 


Ser 


Ser 


Ala 


His 


Gly 


Arg 


His 


Thr 


Arg 


Gly Val 


Phe 


Val 


Leu 


Gly 


Phe 


Leu 


Gly 


Phe 


Leu 


Ala 


Thr 


Ala 


Gly 


Ser 


Ala 


Met 


Gly 


Ala 


Arg 


Ala 


Ser 


Leu 


Thr 


Val 


Ser 


Ala 


Gin 


Ser 


Arg 


Thr 


Leu 


Leu 


Ala 


Gly 


He 


Val 


Gin 


Gin 


Gin 


Gin 


Gin 


Leu 


Leu 


Asp 


Val 


Val 


Lys 


Arg 


Gin 


Gin 


Glu 


Leu 


Leu 


Arg 


Leu 


Thr 


Val 


Trp 


Gly 


Thr 


Lys 


Asn 


Leu 


Gin 
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Ala 


Arg 


Val 


Thr 


Ala 


He 


Glu 


Lys 

Jl 


Tyr 


Leu 


Gin 


Asp 


Gin 


Ala 


Arg 


Leu 


Asn 


Ser 


Trp 


Gly 


Cys 


Ala 


Phe 


Arg 


Gin 


Val 


Cys 


His 


Thr 


Thr 


Val 


Pro 


Trp 


Val 


Asn 


Asp 


Ser 


Leu 


Ala 


Pro 


Asp 


Trp 


Asp 


Asn 


Met 


Thr 


Trp 


Gin 


Glu 


Trp 


Glu 


Lys 


Gin 


Val 


Arg 


Tyr 


Leu 


Glu 


Ala 


Asn 


He 


Ser 


Lys 


Ser 


Leu 


Glu 


Gin 


Ala 


Gin 


He 


Gin 


Gin 


Glu 


Lys 


Asn 


Met 


Tyr 


Glu 


Leu 


Gin 


Lys 


Leu 


Asn 


Ser 


Trp 


Asp 


He 


Phe 


Gly 


Asn 


Trp 


Phe 


Asp 


Leu 


Thr 


Ser 


Trp 


Val 


Lvs 


Tvr 


He 


Gin 


Tvr 


Gly 


Val 


Leu 


He 


He 


Val 


Ala 


Val 


He 


Ala 


Leu 


Arg 


lie 


Val 


He 


Tyr 


Val 


Val 


Gin 


Met 


Leu 


Ser 


Arg 


Leu 


Arg 


Lys 


Gly 


Tvr 


Arg 


Pro 


Val 


Phe 


Ser 


Ser 


Pro 


Pro 


Gly 


Tyr 


lie 


Gin 


Gin 


lie 


His 


He 


His 


Lys 


Asp 


Arg 


Gly 


Gin 


Pro 


Ala 


Asn 


Glu 


Glu 


Thr 


Glu 


Glu 


Asp 


Glv 


Glv 


Ser 


Asn 


Gly 


Gly 


Asp 


Arg 


Tyr 


Trp 


Pro 


Trp 

IT 


Pro 


lie 


Ala 


Tvr 


He 


His 


Phe 


Leu 


He 


Arg 


Gin 


Leu 


lie 


Arg 


Leu 


Leu 


Thr 


Arg 


Leu 


Tvr 


Ser 


He 


Cys 


Arg 


Asp 


Leu 


Leu 


Ser 


Arg 


Ser 


Phe 


Leu 


Thr 


Leu 


Gin 


Leu 


He 


Tyr 


Gin 


Asn 


Leu 


Arg 


Asp 


Trp 


Leu 


Arg 


Leu 


Arg 


Thr 


Ala 


Phe 


Leu 


Gin 


Tyr 

J; 


Gly 


Cys 


Glu 


Trp 


He 


Gin 


Glu 


Ala 


Phe 


Gin 


Ala 


Ala 


Ala 


Arg 


Ala 


Thr 


Arg 


Glu 


Thr 


Leu 


Ala 


Gly 


Ala 


Cys 


Arg 


Gly 


Leu 


Trp 


Arg 


Val 


Leu 


Glu 


Arg 


He 


Gly 


Arg 


Gly 


He 


Leu 


Ala 


Val 


Pro 


Arg 


Arg 


He 


Arg 


Gin 


Gly 


Ala 


Glu 


He 


Ala 


Leu 


Leu 


★ * * 


Gly 


Thr 


Ala 


Val 


Ser 


Ala 


Gly 


Arg 


Leu 


Tyr 


Glu 


Tyr 


Ser 


Met 


Glu 


Gly 


Pro 


Ser 


Ser 


Arg 


Lys 


Gly 


Glu 


Lys 


Phe 


Val 


Gin 


Ala 


Thr 


Lys 


Tyr 


Gly, 













wherein *** indicates a stop codon. 



127. (Previously Presented) The method of any one of claims 1 17 or 1 18, 
wherein said probe comprises a cDNA or a fragment thereof. 
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